The Haemophilus-Neisseria identification (HNID) panel (American MicroScan, Sacramento, Calif.) is a 4-h microdilution format system for identification of Haemophilus and Neisseria spp., Branhamella (Moraxella) catarrhalis, and Gardnerella vaginalis. The HNID panel was evaluated by using 423 clinical isolates and stock strains of these organisms, and HNID identifications were compared with those obtained by conventional methods. In addition, 32 isolates representing six genera not included in the HNID data base were tested to determine whether these organisms would produce unique biotype numbers for possible inclusion in the data base. (1, 3, 4, 6, 8, 11-15, 22, 24-27). These kit systems allow the rapid determination of a variety of biochemical characteristics and enable laboratories to reliably identify not only the commonly isolated species belonging to these genera but also some of the less frequently encountered clinically significant microorganisms, such as Actinobacillus (Haemophilus) actinomycetemcomitans, Cardiobacterinm hominis, Eikenella corrodens, and Gardnerella vaginalis (13). Biochemical 
Methods for identifying fastidious microorganisms in the clinical laboratory include time-consuming conventional procedures and rapid techniques employing modified conventional biochemical tests or novel chromogenic substrates. Several commercial multitest identification systems have been marketed in recent years for the identification of Neisseria spp., Haemophilus spp., other fastidious gramnegative organisms, and anaerobes (1, 3, 4, 6, 8, 11-15, 22, 24-27) . These kit systems allow the rapid determination of a variety of biochemical characteristics and enable laboratories to reliably identify not only the commonly isolated species belonging to these genera but also some of the less frequently encountered clinically significant microorganisms, such as Actinobacillus (Haemophilus) actinomycetemcomitans, Cardiobacterinm hominis, Eikenella corrodens, and Gardnerella vaginalis (13) . Biochemical reactions in these systems are used to generate numerical profiles that are compared with the computerized data bases of the systems to identify the organism.
The Haemophilus-Neisseria identification (HNID) panel (American MicroScan, Sacramento, Calif.) is a microdilution system for identifying Neisseria spp., Branhamella (Moraxella) catarrhalis, Haemophilus spp., and G. vaginalis. In this study, the HNID panel was evaluated for its ability to (28) . Testing by conventional procedures and by using the HNID panel was performed in a blinded fashion. Identifications obtained with each procedure were subsequently compared, and isolates with discrepant identifications were retested by both methods.
Conventional methods. Conventional identification tests for Neisseria spp. and B. catarrhalis included the Gram stain; oxidase and catalase tests; growth on modified Thayer-Martin medium (GIBCO Diagnostics); production of acid from glucose, maltose, sucrose, fructose, and lactose; reduction of nitrate; DNase production; susceptibility to colistin (10-,ug disk); and ,-lactamase production in the chromogenic cephalosporin spot test (BBL Microbiology Systems) (5, 17, 20, (21) (22) (23) . G. vaginalis isolates were identified on the basis of the Gram stain, oxidase and catalase tests, growth and hemolysis on human bloodTween 80 bilayer medium, production of acid from glucose, maltose, mannitol, and starch, and hydrolysis of hippurate (9, 28) . Haemophilus spp. and other fastidious gram-nega- (2, 7) . N. cinerea is also positive for the prolyl aminopeptidase reaction in other chromogenic substrate systems (2, 14) . Unlike Gonochek Il and Identicult-Neisseria, which rely solely on the detection of prolyl aminopeptidase for identifying N. gonorrhoeae (3, 11, 12, 14, 15, 25) (Table 3) . These same HNID panel reactions would also help to distinguish N. gonorrhoeae and B. catarrhalis from those N. cinerea strains that may be recovered on selective media (17) . Combinations of these characteristics may be incorporated easily into the data base of the HNID system to direct the performance of confirmatory tests such as susceptibility to colistin (17, 23) .
The data presented indicate that the HNID panel may be useful for identifying other fastidious gram-negative coccobacilli (Table 3) . Most (13, 27) . Expansion of the data base to include these and possibly other species and modification of the interpretive criteria for certain tests will improve the utility of the HNID panel in the clinical laboratory.
